Temos pavadinimas: Krities véZzio atsparumo hormony terapijai (epi)genetiniai
mechanizmai

Title of the topic: (Epi)genetic mechanisms of hormone therapy resistance in breast
cancer

ApraSymas: Kriities vézys yra dazniausia onkologiné motery liga ir viena pagrindiniy
mirtingumo priezas¢iy. Daugiau kaip du trecdaliai kriities naviky ekspresuoja estrogeny
Zymenys, tokie kaip estrogeno ir progesterono receptoriy statusas, ne visada patikimai
atspindi gydymo efektyvuma. Be to, iki 40 % pacienciy ilgainiui i$sivysto atsparumas
hormony terapijai, siejamas su ESR1 ir PIK3CA mutacijomis, miRNR (pvz. miR-
221/222) raiskos bei Kitais (epi)genetiniais poky¢iais. Siy poky&iy nustatymas
diagnozés metu leisty pagerinti prognozes ir kurti personalizuotas gydymo schemas.
Tyrimo tikslas — nustatyti kriities vézio atsparumo hormony terapijai (epi)genetinius
Zymenis. Visumings ir taikininés (epi)genetinés analizés metodais bus tiriami
bioméginiai surinkti retrospektyvinése ir prospektyvinése pacienciy grupése bei in vitro
diagnostikos rezultatais, siekiant geriau suprasti atsparumo mechanizmus ir jvertinti jy
prognozing reikSme.

Abstract: Breast cancer is the most common malignancy among women and one of the
leading causes of mortality. More than two-thirds of cases are estrogen receptor positive,
making hormone therapy a cornerstone of treatment. Current clinical biomarkers, such as
estrogen and progesterone receptor status, do not always reliably reflect treatment
efficacy. Moreover, up to 40% of patients eventually develop resistance to hormone
therapy, which is associated with ESR1 and PIK3CA mutations, microRNAs (e.g. miR-
221/222), and other (epi)genetic changes. Identifying these mechanisms could improve
prognosis and support the development of personalized treatment strategies. The aim of
this study is to identify (epi)genetic biomarkers of breast cancer leading to hormone
therapy resistance. Both comprehensive and targeted (epi)genetic analyses will be applied
in biosamples from retrospective and prospective patient cohorts as well as in in vitro
models. Molecular data will be integrated with clinical and imaging findings to improve
understanding of resistance mechanisms and assess their prognostic significance.
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